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Why	study	Staphylinidae?	

Ubiquitous	

à	Short	elytra		
à	Flexible	abdomen	

•  Largest	animal	family	!	>60.000	species		

•  32	subfamilies	
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•  homology	vs.	homoplasy	
•  sample	size	too	small	
•  not	enough	data	
•  no	fossils	included	
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DidacBcs	Course	

Responsible	Conduct	of	Research	

										PERL	Introductory	Course	
	
	
	

									Target	Capture	Course	



Side	Project:	
Amber	Fossils	

	



Baltic	Amber	Fossils	
55 Mya at the beginning of the Eocene… 

•  describe	
•  draw	&	photograph	
•  idenBfy	

Dagmara	Żyła	
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•  Oldest	really	known	fossils	from	Middle	
Jurassic:		

				175-165	Ma		(Cai,	Huang,	Thayer	&	Newton,	2012)	

Juroglypholoma	an7quum	

Staphylinid	or	Hydroscaphid	

•  Oldest	known	fossils	from	Late	Triassic:		
				228-235	Ma		(Chatzimanolis	et	al.	2012)	

Leehermania	prorova	

What	is	the	oldest	known	fossil?	
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