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What is the oldest known fossil?
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Nicrophorus vespilloides Reference Genome & Transcriptome (Cunningham et al. 2015)

icrosilphinae
Omaliinae Australophrum cribriceps
Proteininae Silphotelus sp.
Neophoninae
Dasycerinae
Protopselaphinae

Pselaphinae Rybaxis longicornis

Aleochara curtula

Aleocharinae
Trichophyinae
Habrocerinae
Tachyporinae Sepedophilus testaceus

Phoeocharinae
Olisthaerinae Olisthaerus substriatus

Scaphidiinae Scaphidium quadrimaculatum; Brachynopus scutellaris

Apateticinae
Piestinae
Osoriinae
Oxytelinae
Trigonurinae

Oxyporinae
Megalopsidiinae
Solieriinae

Steninae
Euaesthetinae Euaesthetus ruficapillus

Scydmaeninae Euconnus hirticollis
Leptotyphlinae

Pseudopsinae
Paederinae Oedichirus sp.; Paederus cruenticollis; Paederus fuscipes

Staphylininae Quedius diemenensis Ocypus brunnipes




